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The ability to express a gene of interest in a spatio-temporal manner using Gal4-UAS system
has allowed the use of Drosophila model to study various biological phenomenon. During Drosophila eye development, a synchronous wave of differentiation called Morphogenetic furrow
(MF) initiates at the posterior margin resulting in differentiation of retinal neurons. This synchronous differentiation is also observed in the differentiating retina of vertebrates. Since MF is
highly dynamic, it can serve as an excellent model to study patterning and differentiation. However, there are not any Gal4 drivers available to observe the gain- of- function or loss- of- function of a gene specifically along the dynamic MF. The decapentaplegic (dpp) gene encodes a
secreted protein of the transforming growth factor-beta (TGF-beta) superfamily that expresses
at the posterior margin and then moves with the MF. However, unlike the MF associated pattern
of dpp gene expression, the targeted dpp-Gal4 driver expression is restricted to the posterior
margin of the developing eye disc. We screened GMR lines harboring regulatory regions of dpp
fused with Gal4 coding region to identify MF specific enhancer of dpp using a GFP reporter
gene. We employed immuno-histochemical approaches to detect gene expression. The rationale was that GFP reporter expression will correspond to the dpp expression domain in the
developing eye. We identified two new dpp-Gal4 lines, viz., GMR17E04-Gal4 and GMR18D08Gal4 that carry sequences from first intron region of dpp gene. GMR17E04-Gal4 drives expression along the MF during development and later in the entire pupal retina whereas GMR18D08Gal4 drives expression of GFP transgene in the entire developing eye disc, which later drives
expression only in the ventral half of the pupal retina. Thus, GMR18D08-Gal4 will serve as a
new reagent for targeting gene expression in the ventral half of the pupal retina. We compared
misexpression phenotypes of Wg, a negative regulator of eye development, using GMR17E04Gal4, GMR18D08-Gal4 with existing dpp-Gal4 driver. The eye phenotypes generated by using
our newly identified MF specific driver are not similar to the ones generated by existing dppGal4 driver. It suggests that misexpression studies along MF needs revisiting using the new
Gal4 drivers generated in our studies.

PLOS ONE | https://doi.org/10.1371/journal.pone.0196365 April 27, 2018

1 / 17

Search for eye specific enhancer of dpp

Competing interests: The authors have declared
that no competing interests exist.

Introduction
Drosophila eye serves as an excellent model to study patterning, growth, gene expression, function and disease [1–3]. The sequential progression of neuronal differentiation sheds light into
the process of neural development and establishment of precise neuronal connections. Drosophila eye develops from an eye imaginal disc housed inside the larva [4–7]. It is an excellent
example to study sequential differentiation [8, 9], which is also seen in the higher vertebrates
[10]. The larval eye imaginal disc undergoes differentiation to form the retinal neurons, which
upon pupal metamorphosis develops into the compound eye of the adult fly comprising of
around 800 ommatidia [2, 8, 9, 11, 12]. Each ommatidium comprises of approximately 20
cells, which include the photoreceptor neurons, pigment cells, cone cells and bristles [7, 9, 11,
12]. During early third instar, the retinal differentiation in the developing eye imaginal disc
initiates as a synchronous wave of differentiation from the posterior margin of the eye disc and
refers to as the Morphogenetic Furrow (MF) [2, 11, 12]. This MF moves anteriorly and, results
in delineation of retinal fate behind it [8, 9, 11, 13].
Several signaling pathways are involved in MF formation and progression. The MF initiation and progression depends on the expression of decapentaplegic (dpp), which encodes a
homologue of secreted Bone Morphogenetic Proteins (BMPs), belongs to the TGFβ superfamily [14]. In the developing eye, dpp expression is restricted to a stripe of cells moving along
with the MF [11, 15]. In early first instar eye imaginal disc, dpp first expresses at the ventral
margin [16–18]. In the second instar, prior to initiation of ommatidial differentiation, dpp
expresses along the posterior and lateral margins of the eye disc [19, 20]. Dpp then activates
the expression of hedgehog (hh), a ligand for Hh signaling, and other transcription factors [2,
11–13, 21–24]. Hh, which encodes a secreted protein, plays a critical role in the MF progression. In second instar, hh expresses in the peripodial membrane [16], whereas in early third
instar eye disc, hh expresses in the center of the posterior margin, where it triggers MF formation and its progression [25, 26]. Dpp i-s involved in repression of Wingless (Wg), a ligand for
evolutionarily conserved Wg/Wnt signaling pathway, which also works as a negative regulator
of MF progression [27–30]. Interestingly, a highly conserved growth regulatory Hippo signaling pathway is also involved in regulation of MF progression. The effector of Hippo signaling
pathway, yorkie (yki), can negatively regulate MF progression by activating Wg signaling in the
developing eye [31]. In order to study MF, a dynamic morphological landmark, which is yet to
be fully understood, there is a need for Gal4 drivers, which can drive expression of transgene
along with the MF.
One of the strengths of Drosophila model is the availability of large repository of tools like
Gal4/UAS system [32–34], which allows study of gain-of-function or loss-of-function of a
gene of interest in the domain specific manner in a specific time window of development. The
challenge with MF is that it is dynamic, and the available reagents like dpp-Gal4 (BL-1553 and
others) [35], can mark only one stage of the MF. It drives expression of the transgene only on
the posterior margin of the developing eye where the MF is initiated during early third instar
of larval eye imaginal disc development[8]. However, in the dpp-lacZ line, lacZ reporter
expression moves with the MF in the developing eye along the temporal axis.
A collection of transgenic lines were generated at the Janelia farm by taking overlapping
3-kb DNA fragments from the flanking noncoding and intronic regions of genes of interest,
which were cloned upstream of GAL4, and then inserted into a defined genomic location by
site-specific recombination [36]. The rationale was to generate a Gal4 driver line resource to
dissect the cis-regulatory modules (CRMs) of the genes of interest and to drive reporter gene
expression in a distinct and subset of cells (neuronal populations) with in a developing field
[36–38]. Thus, in each line, the expression of GAL4 is under control of a different and defined
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fragment of genomic DNA, which serves as a transcriptional enhancer [36–38]. We screened
these GMR lines for an eye specific enhancer of dpp, which will be a great tool for studying regulation of MF formation and progression during patterning and development of the Drosophila eye.
Here we present characterization of two eye-specific enhancer lines of dpp, viz.,
GMR17E04-Gal4 and GMR18D08-Gal4. GMR17E04-Gal4 drives the transgene expression
along the MF and GMR18D08-Gal4 drives expression in the entire eye imaginal disc but more
robustly on dorso-ventral margins. However, to our surprise, the GMR17E04-Gal4 drives
expression in the entire pupal retina whereas the GMR18D08-Gal4 drives expression only in
the ventral half of the pupal retina. GMR18D08-Gal4 can also serve as a ventral pupal retinal
specific marker. These two CRMs are different from the CRM of dpp-lacZ reporter, which
exhibits eye specific dpp expression in Drosophila.

Materials and methods
The stocks used in this study are described in flybase (http://flybase.bio.indiana.edu). The
stocks used are UAS-GFP-NLS [39], UAS-RFP, Sp/CyO; dpp-Gal4/TM6B Hu(BL-1553) [35] (a
gift from Justin Kumar), dpp-lacZ/CyO [19, 40], UAS-wg-GFP[41, 42], UAS-wgRNAi [43],
UAS-hpo [44], and UAS-yki3SA [45]. The various GMR CRM lines used are GMR17E04-Gal4
(BL-48770), GMR17G08-Gal4 (BL-48784), GMR19B04-Gal4 (BL-48839), GMR19D09-Gal4
(BL-45833), GMR16G02-Gal4 (BL-47472), GMR18B08-Gal4 (BL-45437), GMR18D08-Gal4
(BL-45442), and GMR19C03-Gal4 (BL-49283) for dpp gene [36]. These dpp-CRM lines were
generated with the aim to analyze their ability to drive expression of GFP as well as RFP
reporter genes. We used an enhancer trap [46] line for dpp[17–19]. The flies were maintained
on standard fly food at 25˚C.

Genetics
In our studies, we employed a Gal4/UAS system for targeted misexpression [32, 33]. All Gal4/
UAS crosses for gain-of-function and loss-of-function were maintained at 18˚C, 25˚C and
29˚C, unless specified, to sample different induction levels [34]. All the targeted misexpression
experiments were conducted using the dpp-GAL4 driver [35] and other dpp-CRM lines [36].
All these Gal-4 lines were crossed individually to UAS-GFP [39] line to investigate their
expression[34].

Immunohistochemistry
Imaginal discs were dissected from first-, second-, and third-instar larvae in 1XPBS (Phosphate
Buffered Saline) and were fixed in 4% para-formaldehyde for 20 minutes. Imaginal discs were
washed in PBS after fixation and stained following the standard protocol [47–49]. Antibodies
used were mouse anti-Wg (1:50) (Developmental Studies Hybridoma Bank), mouse anti-Dlg
(1:100), mouse anti β-gal (1:100), rabbit anti-Dlg (1:200; a gift from K. Cho), rat anti Elav
(1:100). Secondary antibodies (Jackson Laboratories) used in this study were goat anti-rat IgG
conjugated with Cy5 (1:250), donkey anti-rabbit IgG conjugated to Cy3 (1:250), donkey antimouse IgG conjugated to FITC (1:300), and donkey anti-mouse IgG conjugated to Cy3
(1:200). The imaginal discs were mounted on slides in Vectashield mountant (Vector Laboratories). Immunofluorescent images were obtained using the Olympus Fluoview 1000 Laser
Scanning Confocal Microscope[50]. The confocal images were processed using the Photoshop
CS6 software.
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Adult eye imaging
Adult Drosophila eye images were taken using a Zeiss Apotome Imager.Z1 microscope. The
flies were prepared by freezing them at -20˚C for around 2 hours. The legs and wings of the
flies were removed and flies were mounted on a dissection needle, and the fly was positioned
on a glass slide using mounting putty [51–54]. Images were captured by using extended depth
of focus function of the Axiovision software version 4.6.3 to generate Z-stacks. The final
images and figures were prepared using Adobe Photoshop CS6 software.

Results
We wanted to study the expression of dpp-lacZ reporter under the dpp enhancer [19, 40] with
GFP reporter expression under the dpp-Gal4 (dpp>GFP) driver in the larval brain, eye-, legand wing- imaginal disc (Fig 1). The dpp-lacZ expression is initiated at the ventral posterior
margin of the late first instar (Late L1) eye-antennal imaginal disc (Fig 1A), which further
evolves and marks the entire posterior margin of the late second instar (L2) eye-antennal disc
(Fig 1B). At this stage, retinal differentiation has not been initiated based on lack of Elav
expression, a pan neural marker that marks the retinal neurons in the developing eye disc. The
dpp-lacZ expression evolves and moves along with the MF in the third instar (L3) eye-antennal
disc (Fig 1C). The dpp-lacZ marks the MF, which is present anterior to the larval retinal neurons in the eye marked by Elav. Expression of GFP reporter transgene under dpp-Gal4
enhancer (dpp>GFP) is similar to dpp-lacZ expression in the late first instar eye-antennal disc
(Fig 1D) and late second instar (L2) eye-antennal disc (Fig 1E). Unlike dpp-lacZ, dpp>GFP
expression fails to move with the MF from the posterior margin of eye imaginal disc to the
anterior in the third instar (L3) eye-antennal disc. However, dpp>GFP expression remains
restricted to the posterior margin of the eye disc and does not move along with the MF (Fig
1F). In the larval wing disc, dpp is expressed as a narrow stripe in the middle, which marks the
antero-posterior (AP) compartmental boundary. Both dpp–lacZ (Fig 1G) and dpp>GFP (Fig
1J) exhibits similar expression along the border of the AP compartmental boundary [19, 40].
In the leg disc, dpp is expressed in the dorsal sector[55]. Both dpp-lacZ (Fig 1H) and dpp>GFP
(Fig 1K) exhibits similar expression in the dorsal sector/region. In the larval brain, dpp is
expressed in two lateral and two medial spots, which is similar for both dpp-lacZ (Fig 1I) and
dpp>GFP (Fig 1L). With respect to other tissues dpp-lacZ expression in wing- (Fig 1G) legimaginal disc (Fig 1H) and brain (Fig 1I) is similar to that of dpp-Gal4 driven GFP reporter
(Fig 1J, 1K and 1L). We also used another reporter RFP (UAS-RFP) to validate our results
(data not shown). Thus, even though dpp-Gal4 drives dpp expression domain in the wing disc,
leg disc and larval brain similar to dpp-lacZ, it still does not represent the expression of dppenhancer in the third instar (L3) eye imaginal disc. Therefore, it is not an optimal driver for
the MF specific expression.

Screening GMR lines for dpp eye enhancer
We therefore screened the expression of dpp-CRM (Cis Regulatory Module) lines from GMR
collections (Table 1) [36] for driving expression of UAS-GFP transgene [39]. These lines carry
different overlapping domains of the upstream region of dpp, the gene of interest (Table 1),
and are tagged to GAL4 driver [36]. We analyzed expression of these lines by crossing these
GMR lines with UAS-GFP[39] transgenes.
We analyzed the GFP reporter gene expression driven by all these Gal4 lines in the developing eye-antennal imaginal disc (S1 Fig), wing imaginal disc (S2 Fig), leg imaginal disc (S3 Fig),
haltere imaginal disc (S4 Fig), and third instar larval brain (S5 Fig). We found that among
these eight dpp CRM transgenic lines in GMR collection (available at Bloomington Stock
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Fig 1. In the developing eye imaginal disc, dpp-Gal4 driven GFP reporter does not correspond to dpp-lacZ
expression. Expression of (A-C) dpp-lacZ reporter (Green), (D-F) dpp-Gal4 (Green) driver in (A, D) Late first instar(L1), (B, E) second instar- (L2) and (C, F) third instar- (L3) eye imaginal discs. Note that dpp-lacZ expression is
initiated at posterior margin of (A) late L1 eye disc, which further evolves and moves with the Morphogenetic furrow
(MF) in (B) second instar eye disc and (C) in third instar eye disc. However, dpp-Gal4 driver expression is restricted to
the posterior margin during all stages of development (D, E, F). A pan neural marker Elav (red) marks the retinal
neurons and a membrane specific marker Dlg (white) marks the outline of the disc. In wing imaginal disc both (G)
dpp-lacZ as well as (J) dpp-Gal4 drive GFP reporter (dpp>GFP) marks the antero-posterior boundary. In the leg
imaginal disc, both (H) dpp-lacZ as well as (K) dpp-Gal4 drive GFP reporter (dpp>GFP) marks the dorsal sector. In
larval brain (I) dpp-lacZ and (L) dpp>GFP is expressed in two lateral and two medial spots in a similar pattern.
https://doi.org/10.1371/journal.pone.0196365.g001
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Table 1. List of dpp CRM lines analysed in this study.
BDSC
Stock No.

Symbol

Id

48770

P{GMR17E04-GAL4}
attP2

48784

Seq._coord of
fragment

Primer 1, Primer 2 (used to make fragment)

Fragment
length

Orientation of
fragment

GMR17E04 2L:2428913..2432834

gagtggatatccgagtcgaaccagt,
ccactctgactaactggaaaatccc

3921

inverted

P{GMR17G08-GAL4}
attP2

GMR17G08 2L:2450278..2451074

ggaagcgactcggctgattggatac,
actcggaaagttggggctttagccc

796

same

48839

P{GMR19B04-GAL4}
attP2

GMR19B04 2L:2432214..2435785

gcaaagcggattgattaggggtcgt,
ccctcaaagcgttccgattggatcg

3571

inverted

45833

P{GMR19D09-GAL4}
attP2

GMR19D09 2L:2435128..2438996

ctacggccgaaagtggaaaaatctg,
ccaacccaatttggcaccttgttaa

3868

same

47472

P{GMR16G02-GAL4}
attP2

GMR16G02 2L:2425041..2428154

agctcttccttcggcggtgtctcct,
cactgccgaccacgatggcaagttg

3113

same

45437

P{GMR18B08-GAL4}
attP2

GMR18B08 2L:2455899..2457734

ccaagtcggccaacacagtgcgaag,
gcgggaatgctcttcacgtcgaagt

1835

same

45442

P{GMR18D08-GAL4}
attP2

GMR18D08 2L:2446783..2449086

gcataactcgaacgcctcttgccat,
cagttcttcacttgtcgccgtctgt

2303

same

49283

P{GMR19C03-GAL4}
attP2

GMR19C03 2L:2440970..2444735

ctaccctcgtcctcaccacctatca,
gagggattgcgcgtatcagcctcga

3765

same

dpp enhancers lines stocks in Bloomington Drosophila Stock Centre (BDSC)
• FBgn 0000490
• CG9885
https://doi.org/10.1371/journal.pone.0196365.t001

Center fly collection) (Table 1), only two GMR18D08>GFP (S1 Fig) and GMR17E04>GFP (S1
Fig) exhibit eye specific expression. However, the other dpp CRM lines like GMR18B08-Gal4
(S1 Fig), GMR19D09-Gal4 (S1 Fig), GMR16G02-Gal4 (S1 Fig), GMR17G08-Gal4 (S1 Fig),
GMR19B04-Gal4 (S1 Fig) and GMR19C03-Gal4 (S1 Fig) did not show any eye specific expression. The GMR17E04-Gal4 marks the larval brain (S5 Fig). GMR18B08-Gal4 also shows robust
expression in the larval brain (S5 Fig). None of these lines exhibit expression of dpp in the
wing imaginal disc (S2 Fig), leg imaginal disc (S3 Fig) or haltere imaginal disc (S4 Fig). We
have further analyzed GFP reporter expression driven by these two dpp-Gal4 lines along the
spatio- temporal axis.

Spatio-temporal profiles of new eye specific enhancers of dpp
Next, we analyzed expression of these two eye specific enhancer lines like GMR17E04-Gal4
and GMR18D08-Gal4 in the third larval instar stage. During late second or early third instar,
the MF is initiated at the posterior margin of the developing eye-antennal imaginal disc [7–9].
We found that GMR18D08>GFP expresses strongly on the dorso-ventral (DV) margin of the
eye imaginal disc and in the entire eye disc (Fig 2A). Furthermore, GMR18D08-Gal4 does not
direct GFP reporter expression in the L3 leg disc (Fig 2B), or larval brain (Fig 2D) and is specific to the developing eye. Although a small dot like region at the border of wing blade along
with hinge region exhibit GMR18D08 >GFP transgene expression (Fig 2C). In case of
GMR17E04>GFP, a strong GFP expression was seen along the MF in the developing eye imaginal disc (Fig 2E). The GMR17E04>GFP driver that marks MF does not drive GFP expression
in the leg (Fig 2F) or wing disc (Fig 2G) but shows GFP expression in the larval brain (Fig 2H).
We also verified these expression domains using UAS-FRP transgene (data not shown).
The two dpp enhancers lines—GMR18D08-Gal4 (Fig 2A; S1 Fig) and GMR17E04-Gal4 (Fig
2E; S1 Fig, Table 1) can regulate GFP reporter expression along the temporal axis in the developing eye imaginal disc. To determine, if these dpp-CRM lines have similar expression
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Fig 2. Expression of two eye specific GMR lines in third instar imaginal disc. Expression of (A-D) GMR18D08>GFP, (E-H) GMR17E04>GFP in (A, E) eye
imaginal disc, (B, F) leg imaginal disc, (C, G) wing imaginal disc, and (D, H) brain. Note that (A) GMR18D08-Gal4 drives GFP reporter in the entire eye imaginal disc
whereas in (E) GMR17E04-Gal4 drives GFP reporter only along morphogenetic furrow (MF). Note that both the GMR lines do not express in leg imaginal disc though
GMR18D08-Gal4 shows a patch in the wing disc. However, GMR17E04-Gal4 is also expressed in the brain.
https://doi.org/10.1371/journal.pone.0196365.g002

domains as of dpp gene during all stages of eye development, we further extended our analysis
during larval eye development. The GMR18D08>GFP does not drive GFP expression in the
late first instar eye disc (Fig 3A and 3A’). The GMR18D08>GFP expression is initiated in a
small group of cells along the posterior margin of the second instar developing eye imaginal
disc (Fig 3C and 3C’). In early third instar stage, GMR18D08>GFP expresses in the entire eye
disc behind the MF (Fig 3E and 3E’). In the late third instar, GMR18D08>GFP expression is in
the entire eye region of the eye imaginal disc (Fig 3G and 3G’). Interestingly, in the pupal retina, GMR18D08>GFP, GFP expression is restricted to the ventral half (Fig 3I and 3I’). The
other GMR17E04>GFP, does not drive GFP reporter expression in the late L1 eye imaginal
disc (Fig 3B and 3B’) but its expression is initiated on the posterior margin in the late second
instar eye imaginal disc (Fig 3D and 3D’). It evolves in the early third instar eye imaginal disc,
where it moves along with the MF (Fig 3F and 3F’) and then in the late third instar
GMR17E04>GFP marks only the MF (Fig 3H and 3H’). In the pupal stage, the
GMR17E04>GFP drives GFP expression in the entire pupal retina (Fig 3J and 3J’). Interestingly, GMR17E04-Gal4 CRM line driven GFP reporter expression mimics dpp expression in
the developing eye imaginal disc along the spatio-temporal axis.

Identification of new eye specific CRM of dpp
The dpp gene has been divided into three major regions, viz., shortvein (shv); haploinsufficiency (hin); and imaginal disk specific-disk (disk). These two newly identified dpp CRMs in
the eye, viz.,—GMR17E04-Gal4 (total size of 3921 base pairs[56]) and GMR18D08-Gal4 (total
size of 2304 base pairs[56]) (Fig 4, Table 1). These two dpp CRM lines are present inside one
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Fig 3. Spatio-temporal profile of eye specific enhancers in the developing eye. GFP reporter expression driven by
(A,C,E,G,I) GMR18D08>GFP and (B,D,F,H,J) GMR17E04>GFP in (A,B) late L1, (C, D) L2, (E,F) Early L3, (G,H) late
L3 larval eye imaginal disc and (I, J) pupal retina. Note that GMR18D08 does not drive GFP expression in (A) early L1
disc, which then (C) initiates GFP expression on the posterior margin of L2 eye disc, expresses in entire (E) early L3
disc, (G) late L3 eye disc. (I) GMR18D08>GFP expresses in ventral half of the pupal retina. The dpp enhancer line
GMR17E04>GFP initiate GFP expression in (D) posterior margin of L2, (F) moves with the MF in early L3, (H) Late
L3, and (J) expresses in entire pupal retina. The discs were stained for pan neural marker Elav (Red) and membrane
specific marker Dlg (Blue).
https://doi.org/10.1371/journal.pone.0196365.g003
PLOS ONE | https://doi.org/10.1371/journal.pone.0196365 April 27, 2018
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big first intron of dpp gene sequence on 2L chromosome from position 2428913 to 2432834
and 2446783 to 2449086, respectively. Furthermore, GMR17E04-Gal4 sequence is present
upstream of GMR18D08-Gal4 and these two CRMs do not overlap with each other [56](Fig 4).
We found that these two CRM lines differ from the existing dpp-lacZ line, which is 3.0 construct generated from disk region of dpp located at 3’ end [19]. This dpp-lacZ contains a 3’CRE
located on 2L chromosome from 2480625 to 2493749 (total size of 13125 base pairs) can drive
the dpp-lacZ expression specifically along the MF in the eye-antennal disc. We found that the
sequence of the two newly identified dpp CRMs are located upstream and is different from the
known CRM of dpp-lacZ in the disk region.

Targeted expression of Wg with the MF specific marker does not affect the
eye fate
Wg, a negative regulator of eye development, is known to suppress the eye fate upon misexpression in the eye [28, 29]. In comparison to the wild-type eye imaginal disc (Fig 5A) and
adult eye (Fig 5B), targeted misexpression of wg tagged with GFP in the eye using dpp-Gal4
line (dpp>wg-GFP) suppresses the eye fate and results in “no- eye” as seen in the eye imaginal
disc (Fig 5C) and the adult eye (Fig 5D). Gain-of-function of wg using GMR18D08-Gal4
(GMR18D08>wg-GFP), which marks the ventral half of pupal retina, results in near wild type
eye imaginal disc (Fig 5E). However, in the adult eye GMR18D08>wg-GFP exhibits reduced
eye phenotype due to preferential loss of the ventral eye (Fig 5F). The wg transgene is tagged
with GFP reporter, which allows us to verify Wg misexpression by GMR18D08 driver by looking at GFP expression (data not shown). The other dpp enhancer, GMR17E04-Gal4 driver
(GMR17E04>wg-GFP), which marks MF (does not completely suppress the eye fate in the eye
imaginal disc (Fig 5G), significantly affect the eye size in the adult eye (Fig 5H). Loss-of-function of wg in the eye using dpp-Gal4 driver (dpp>wgRNAi) results in enlargement of the eye
imaginal disc (Fig 5I) and the adult eye (Fig 5J). Loss-of-function of wg in GMR18D08>wgRNAi
resulted in subtle eye enlargement phenotype as seen in the eye imaginal disc (Fig 5K) and the
adult eye (Fig 5L). Loss-of-function of wg using the GMR17E04-Gal4 (GMR17E04>wgRNAi)
exhibits wild-type phenotype both in the eye imaginal disc (Fig 5M) and the adult eye (Fig
5N). Our data suggests that negative regulators of eye development, if misexpressed along the
MF did not dramatically suppress the eye fate as seen with the dpp–Gal4 driver that drives
expression along the posterior eye margin during eye development.

Targeted expression of Hippo and Yorkie with the MF specific marker
We wanted to verify these results using other genes, by targeting expression of the Hippo signaling pathway member hippo (hpo), which will trigger cell death and yorkie (yki), which is
known to suppress the MF progression [31, 57–59] using these two new dpp CRM lines. In
comparison to the wild-type eye imaginal disc (Fig 6A) and adult eye (Fig 6B), targeted expression of hpo in the eye using dpp-Gal4 line (dpp>hpo) suppresses the eye fate and results in
reduced eye as seen in the eye imaginal disc (Fig 6C) whereas the adult fail to eclose and exhibits highly reduced eye (Fig 6D). Gain-of-function of hpo using the GMR18D08-Gal4
(GMR18D08>hpo), which marks the ventral domain of pupal retina, strongly suppress the eye
fate in the eye imaginal disc (Fig 6E), and exhibits reduced adult eye due to defects in the ventral eye (Fig 6F). The dpp-CRM line that marks MF, GMR17E04>hpo, does not dramatically
affect the eye size as seen in the eye disc (Fig 6G) and the adult eye (Fig 6H). Gain-of-function
of yki in the eye using dpp-Gal4 driver results in the enlargement of eye field due to overgrowth
along with lack of retinal differentiation as seen in the eye imaginal disc (Fig 6I) and the adult
eye (Fig 6J). Gain-of-function of yki using GMR18D08-Gal4 (GMR18D08>yki) exhibits
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Fig 4. Schematic presentation of dpp enhancer and CRM lines using GMR collections. The two newly identified dpp CRM lines are GMR18D08, GMR17E04[56] are
in one big intron region in dpp gene sequence of Drosophila melanogaster’s 2L chromosome. Both of these CRM drive expression in the developing eye. These CRMs do
not overlap with each other and are present upstream of known dpp CRM element(s) shown in BS 3.0 lacZ (GenBank U63852.1) in 3’ region of disk dpp.
https://doi.org/10.1371/journal.pone.0196365.g004

normal eye disc (Fig 6K) but the adult eye exhibits an elongated ventral half (Fig 6L). Gain-offunction of yki in GMR17E04>yki had no effect in the eye imaginal disc (Fig 6M) but the adult
flies failed to emerge from the white pupa (Fig 6N). Our data suggests that negative regulators
of eye development, or the genes that block MF progression, if misexpressed along the MF
does not completely block the eye fate as seen with the dpp enhancer driving expression along
the posterior eye margin during the eye development.

Discussion
The strength of Drosophila as a genetically tractable model depends on the array of genetic
tools available for gain-of-function and loss-of-function for a gene of interest along the spatio-

Fig 5. Comparison of phenotypes of gain-of-function and loss-of-function of wg, a negative regulator of eye development, using dpp-Gal4 with newly identified
dpp-enhancer Gal4 lines. (A-B) wild-type (A) third instar larval eye imaginal disc stained for Dlg (Blue), Elav (Red). (C-H) Gain-of-function of wg using GFP tagged
wg (UAS -wg -GFP) with (C, D) dpp-Gal4, (E, F) GMR18D08-Gal4, (G, H) GMR17E04-Gal4 driver. Note that dpp-Gal4 driven GFP (dpp>wg-GFP) result in a “noeye” phenotype as seen in (C) the imaginal disc and (D) the adult eye. The GMR18D08>wg-GFP results in the (E) near wild-type eye imaginal disc and (F) reduced
adult eye with preferential loss of ventral eye. The GMR17E04>wg-GFP results (G) in slightly reduced eye disc and (H) significantly reduced adult eye due to
preferential loss of ventral eye. (I-N) Loss-of-function of wg using UAS-wgRNAi transgene driven by (I, J) dpp-Gal4, (K, L) GMR18D08-Gal4, (M, N) GMR17E04-Gal4
drivers. Note that (I, J) dpp>wg RNAi results in slight enlarged eye disc and the adult eye, (K, L) GMR18D08>wg RNAi results in eye field enlargement as seen in (I) the
eye disc and (J) the adult eye, (M, N) GMR17E04>wg RNAi results in subtle enlargement of (M) eye-antennal imaginal disc and the (N) adult eye.
https://doi.org/10.1371/journal.pone.0196365.g005
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Fig 6. Comparison of phenotypes of gain-of-function of hpo and yki, which blocks Morphogenetic Furrow (MF) progression, using dpp-Gal4 with newly
identified dpp-enhancer Gal4 lines. (A-B) wild-type (A) third instar larval eye imaginal disc stained for Dlg (Green), Elav (Red). (C-H) Gain-of-function of hpo (UAShpo) with (C, D) dpp-Gal4, (E, F) GMR18D08-Gal4, (G, H) GMR17E04-Gal4 driver. Note that dpp-Gal4 driven hpo (dpp>hpo) result in a small eye phenotype as seen in
(C) the imaginal disc and (D) the adult eye. However, GMR18D08>hpo results in the reduced (E) eye imaginal disc and (F) the adult eye with preferential loss of ventral
eye. In GMR17E04>hpo results in near normal (G) eye disc as well as the (H) adult eye. (I-N) Gain-of-function of yki using UAS-yki transgene driven by (I, J) dpp-Gal4,
(K, L) GMR18D08-Gal4, (M, N) GMR17E04-Gal4 drivers. (I, J) dpp>yki results in no-eye phenotype as seen in the eye disc and the adult eye. Note that dpp>yki
exhibits overgrowth with lack of retinal differentiation. (K, L) GMR18D08>yki results in subtle enlargement of (K) the eye disc and (L) the adult eye. Note that
enlargement is prominent in the ventral half of the adult eye. (M, N) GMR17E04> yki results in eye field as seen in the (M) eye-antennal imaginal disc and the (N) adult
eye. Note that GMR17E04> yki adult flies fail to eclose and do not have any eye field.
https://doi.org/10.1371/journal.pone.0196365.g006

temporal axis[1, 3]. The developing Drosophila eye has a morphological landmark viz., MF,
which is an outcome of synchronous differentiation of retinal neurons and serves as an excellent
model to study patterning and differentiation [7–9, 11]. However, lack of reagents to target
gain-of-function or loss-of-function (by targeting RNAi) along the MF makes it difficult to
study patterning and differentiation. The movement of MF depends on positive forces provided
by dpp and hh and the movement is restricted by Wingless (Wg), which is expressed along the
antero-lateral region of the eye disc [4, 24, 28, 29]. During eye development, both wg and hh do
not express in the MF exclusively. However, dpp exhibits expression along MF. Thus, a MF specific enhancer of dpp may serve as an ideal candidate to drive expression along MF. However,
the available dpp-Gal4 reagent does not drive expression along with the MF (Fig 1).
The Drosophila model allow conversion of an old lacZ enhancer trap line [46] with a
P-Gal4 driver[60]. We initially attempted conversion of our tested and available dpp-lacZ
insertion line to a dpp-Gal4 driver. The rationale was to develop a tool to target expression
along MF. However, our attempts towards the conversion of a lacZ enhancer trap line to Gal4
line using targeted transposition did not succeed. It is known that P [Gal-4] -element mobility
is significantly lower than that of the p-lacW (lacZ) construct[33, 60]. The frequency of P element conversion is highly dependent on target and donor P-element location. We found that
the conversion of dpp-lacZ to dpp-Gal4 is difficult [33, 60].

New ventral eye specific Gal4 driver
Our studies led to the identification of two new eye specific dpp CRMs in the developing eye
imaginal disc. One of them GMR18D08-Gal4 drives expression in the developing eye imaginal
disc. Interestingly, in the pupal retina its expression gets restricted to only the ventral half (Fig
3I and 3I’). We referred this line as ventral eye specific Gal4. To date, only dorsal eye specific
Gal4 drivers are available [61]. However, there is no ventral eye specific Gal4 available. We also
tested the efficacy of this ventral eye specific Gal4 by driving expression of wg, a negative regulator of eye development. We found that GMR18D08>wg results in a reduced eye phenotype
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in the adult fly (Fig 5E and 5F). Interestingly, this reduced eye phenotype was restricted only
to the ventral half of the adult eye, which corresponds to its domain of expression in the pupal
retina. We further verified our reagents using gain-of-function of hpo and yki (Fig 6). Thus,
our studies demonstrate identification of a new ventral eye specific Gal4 line, which can be
used for domain specific targeted misexpression studies in the pupal retina and the adult eye.
Interestingly, this GMR18D08-Gal4 line is highly specific for the pupal retina. Therefore,
GMR18D08-Gal4 drives domain specific expression of a transgene and can serve as an excellent tool to study neurodegeneration, retinal degeneration and patterning where interestingly
the dorsal half of the same pupal retina can serve as the control. It is known that Wg, a ligand
for highly conserved Wnt/Wg signaling pathway, negatively regulates MF progression in the
developing eye [28, 29, 62]. Thus, gain of function of wg in the MF can block its movement and
prevent retinal differentiation behind it. The other new CRM identified in our studies,
GMR17E04-Gal4 can drive expression of GFP reporter along with the MF. Interestingly, misexpression of wg, using this GMR17E04-Gal4 (GMR17E04>wg) significantly reduced the adult eye
due to loss of ventral half of the eye (Fig 5H). However, GMR18D08>wg, a ventral pupal retina
specific driver, resulted in reduced eye phenotype due to preferential loss of the ventral eye (Fig
5F). It is possible that gain-of-function of Wg affects the ventral half of the eye more than dorsal.
It is possible because Wg regulation in the ventral eye is different from its regulation in the dorsal eye. In the ventral eye, Wg is in a positive feedback loop with Homothorax (Hth), another
negative regulator of eye, whereas in the dorsal eye Wg is independent of Hth [63–65]. Therefore, activation of Wg in the ventral may be different from the dorsal half of the eye.
It can explain the reason behind ventral half of the eye being more susceptible to wg gainof-function using these newly identified CRM lines. To test if this ventral specific gain-of-function phenotype is exclusive to Wg, we tested the phenotypes of gain-of-function of cell death
genes reaper (rpr)[66–68]. The apoptosis causing genes grim, rpr and hid are involved in tissue
homeostasis. Activation of rpr triggers cell death. We found that misexpression of rpr by
GMR17E04-Gal4 (MF specific marker) exhibits a normal adult eye (S6E and S6F Fig) whereas
the GMR18D08-Gal4, which is ventral pupal retina specific driver, affects the ventral half of
the eye (S6C and S6D Fig). Thus, the MF specific driver phenotype is dramatically different
from the one seen with the commonly used dpp-Gal4 (BL-1553). This dpp-Gal4 drives expression of a transgene only on the posterior margin of the developing eye imaginal disc. In case of
wg, dpp>wg results in “no-eye” phenotype as seen in the eye imaginal disc and the adult eye
(Fig 5C and 5D). It is possible that continuous misexpression of wg, a negative regulator, on
the posterior margin of the developing eye imaginal disc might prevent the MF to progress forward and thereby result in “no-eye” phenotype. Therefore, it may be important to revisit the
MF specific targeted expression studies using our newly identified Gal4 driver.
Interestingly, these two new eye specific CRM of dpp are present in the first big intron,
which is far away from the known 3.0 dpp-lacZ insertion, which is lying in 3’ end near the disk
region of dpp gene (Fig 4). Thus, these two GMR18D08, GMR17E04 are new eye specific CRM
of dpp gene. This unravels the complex regulation of dpp gene expression, which plays multiple
roles during development. It is known that complex regulation of large genes typically contain
multiple CRMs[69]. In many cases, a single CRM is responsible for driving expression in specific subsets of cell populations. Furthermore, the CRMs of the same gene may have overlapping spatial and temporal activities and these partially redundant CRMs plays an important
role in tightly regulating gene expression patterns [70–72]. Our analysis provides two new
tools to study eye development. The Gal4 lines and CRMs identified and analyzed here will
provide valuable tools for future experiments along MF as well as the ventral half of the pupal
retina. These stocks will allow us to ask questions that are more mechanistic in terms of how
each of this pattern forms in the developing eye.
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Supporting information
S1 Fig. Study of expression pattern of GMR lines carrying enhancer of dpp using GFP
reporter in the developing eye imaginal disc. These GMR enhancer lines are carrying CRE
sequences of dpp- gene (Table 1). Expression of (A) GMR18B08>GFP, (B) GMR18D08>GFP,
(C) GMR19D09>GFP, (D) GMR16G02>GFP, (E) GMR17E04>GFP, (F) GMR17G08>GFP,
(G) GMR19B04>GFP, (H) GMR19C03>GFP in (A-H) eye imaginal disc. These discs were
stained for Wg (Red) and pan neural marker Elav (Blue). Of these, only GMR17E04 exhibits
expression similar to dpp-lacZ along the MF.
(TIF)
S2 Fig. Study of expression pattern of GMR lines carrying enhancer of dpp using GFP
reporter in the developing wing imaginal disc. Expression of (A) GMR18B08>GFP, (B)
GMR18D08>GFP, (C) GMR19D09>GFP, (D) GMR16G02>GFP, (E) GMR17E04>GFP, (F)
GMR17G08>GFP, (G) GMR19B04>GFP, (H) GMR19C03>GFP in (A-H) wing imaginal
disc. None of these lines exhibit GFP reporter expression in (A-H) wing imaginal disc.
(TIF)
S3 Fig. Study of expression pattern of GMR lines carrying enhancer of dpp using GFP
reporter in the developing leg imaginal disc. Expression of (A) GMR18B08>GFP, (B)
GMR18D08>GFP, (C) GMR19D09>GFP, (D) GMR16G02>GFP, (E) GMR17E04>GFP, (F)
GMR17G08>GFP, (G) GMR19B04>GFP, (H) GMR19C03>GFP in (A-H) leg imaginal disc.
None of these lines exhibit GFP reporter expression in (A-H) leg imaginal disc.
(TIF)
S4 Fig. Study of expression pattern of GMR lines carrying enhancer of dpp using GFP
reporter in the developing haltere imaginal disc. Expression of (A) GMR18B08>GFP, (B)
GMR18D08>GFP, (C) GMR19D09>GFP, (D) GMR16G02>GFP, (E) GMR17E04>GFP, (F)
GMR17G08>GFP, (G) GMR19B04>GFP, (H) GMR19C03>GFP in (A-H) haltere imaginal
disc. None of these lines exhibit GFP reporter expression in (A-H) haltere imaginal disc.
(TIF)
S5 Fig. Study of expression pattern of GMR lines carrying enhancer of dpp using GFP
reporter in the developing third instar larval brain. Expression of (A) GMR18B08>GFP, (B)
GMR18D08>GFP, (C) GMR19D09>GFP, (D) GMR16G02>GFP, (E) GMR17E04>GFP, (F)
GMR17G08>GFP, (G) GMR19B04>GFP, (H) GMR19C03>GFP in (A-H) larval brain. Only
GMR18B08 and GMR17E04 exhibits robust expression in the larval brain.
(TIF)
S6 Fig. Gain-of-function phenotype of reaper (rpr) using dpp-CRM lines exhibits ventral
eye loss. (A, B)dpp>rpr, (C,D) GMR18D08>rpr, (E,F) GMR17E04>rpr. Note that dpp>rpr
results in highly reduced eye as seen in (A) the eye imaginal disc and (B) the adult eye. (C, D)
GMR18D08>rpr results in the reduced (C) eye imaginal disc and (D) the adult eye with preferential loss of ventral eye. In GMR17E04>rpr results in near normal (E) eye disc as well as the
(F) adult eye.
(TIF)

Acknowledgments
Authors thank the Bloomington Stock Center, Justin Kumar for the Drosophila strains, K. Cho
and the Developmental Studies Hybridoma Bank (DSHB) for the antibodies. Authors thank
Madhuri Kango-Singh and members of Singh and Kango-Singh Lab for the comments on the

PLOS ONE | https://doi.org/10.1371/journal.pone.0196365 April 27, 2018

13 / 17

Search for eye specific enhancer of dpp

manuscript. AS and NG are supported by the graduate program at the University of Dayton.
LP and KF are supported by Honors Program at University of Dayton. Confocal microscopy is
supported by Biology Department central core facility. This work is supported by National
Institute of General Medical Sciences (NIGMS) - 1 R15 GM124654-01, STEM Catalyst Grant
from University of Dayton and start-up support from UD to AS.

Author Contributions
Conceptualization: Amit Singh.
Formal analysis: Ankita Sarkar, Amit Singh.
Funding acquisition: Amit Singh.
Investigation: Ankita Sarkar, Neha Gogia, Kevin Farley, Lydia Payton.
Methodology: Ankita Sarkar, Neha Gogia, Amit Singh.
Supervision: Amit Singh.
Writing – original draft: Amit Singh.
Writing – review & editing: Ankita Sarkar, Amit Singh.

References
1.

Singh A, Irvine KD. Drosophila as a model for understanding development and disease. Dev Dyn. 2012;
241(1):1–2. https://doi.org/10.1002/dvdy.23712 PMID: 22174082.

2.

Singh A, Tare M, Puli OR, Kango-Singh M. A glimpse into dorso-ventral patterning of the Drosophila
eye. Dev Dyn. 2012; 241(1):69–84. Epub 2011/10/29. https://doi.org/10.1002/dvdy.22764 PMID:
22034010.

3.

Bier E. Drosophila, the golden bug, emerges as a tool for human genetics. Nature reviews Genetics.
2005; 6(1):9–23. Epub 2005/01/05. doi: nrg1503 [pii] https://doi.org/10.1038/nrg1503 PMID: 15630418.

4.

Cohen SM. Imaginal disc development. In: Michael Bate, Arias AM, editors. The Development of Drosophila melanogaster. II. New York: Cold Spring Harbor Laboratory Press; 1993. p. 747–841.

5.

Poulson DF. Histogenesis, oogenesis, and differentiation in the embryo of Drosophila melanogaster
meigen. In: Demerec M, editor. Biology of Drosophila. New York: Wiley; 1950. p. 168–274.

6.

Haynie JL, Bryant PJ. Development of the eye-antenna imaginal disc and morphogenesis of the adult
head in Drosophila melanogaster. J Exp Zool. 1986; 237(3):293–308. Epub 1986/03/01. https://doi.org/
10.1002/jez.1402370302 PMID: 3084703.

7.

Held LIJ. The eye disc. In: Held LI, editor. Imaginal Disc: Cambridge University Press; 2002. p. 197–
236.

8.

Ready DF, Hanson TE, Benzer S. Development of the Drosophila retina, a neurocrystalline lattice. Dev
Biol. 1976; 53(2):217–40. PMID: 825400.

9.

Wolff T, Ready DF. Pattern formation in the Drosophila retina. In: Martinez-Arias MBaA, editor. The
Development of Drosophila melanogaster. II: Cold-Spring Harbor: Cold Spring Harbor Laboratory
Press.; 1993. p. 1277–325.

10.

Hartenstein V, Reh TA. Homologies between vertebrate and invertebrate eyes. In: Moses K, editor. Drosophila eye developmenty. 37. Berlin: Heidelberg: Springer-Verlag; 2002. p. 219–55.

11.

Kumar J. Catching the next wave: patterning of the Drosophila eye by the morphogenetic furrow. In:
Singh A, and, Kango-Singh M, editors. In Molecular genetics of axial patterning, growth and disease in
the Drosophila eye. NewYork: Springer; 2013. p. 75–97.

12.

Tare M, Puli OR, and, Singh A. Molecular Genetic Mechanisms of Axial Patterning: Mechanistic Insights
into Generation of Axes in the Developing Eye. In: Singh A, and, Kango-Singh M, editors. Molecular
Genetics of Axial Patterning, Growth and Disease in the Drosophila Eye. Springer NewYork Heidelberg
Dordrecht London: Springer; 2013. p. 37–75.

13.

Curtiss J, Mlodzik M. Morphogenetic furrow initiation and progression during eye development in Drosophila: the roles of decapentaplegic, hedgehog and eyes absent. Development. 2000; 127(6):1325–
36. PMID: 10683184.

PLOS ONE | https://doi.org/10.1371/journal.pone.0196365 April 27, 2018

14 / 17

Search for eye specific enhancer of dpp

14.

Raftery LA, Sutherland DJ. TGF-beta family signal transduction in Drosophila development: from Mad
to Smads. Dev Biol. 1999; 210(2):251–68. https://doi.org/10.1006/dbio.1999.9282 PMID: 10357889.

15.

Chanut F, Heberlein U. Role of decapentaplegic in initiation and progression of the morphogenetic furrow in the developing Drosophila retina. Development. 1997; 124:559–67. PMID: 9053331

16.

Cho KO, Chern J, Izaddoost S, Choi KW. Novel signaling from the peripodial membrane is essential for
eye disc patterning in Drosophila. Cell. 2000; 103(2):331–42. Epub 2000/11/01. doi: S0092-8674(00)
00124-0 [pii]. PMID: 11057905.

17.

Won JH, Tsogtbaatar O, Son W, Singh A, Choi KW, Cho KO. Correction: Cell type-specific responses
to wingless, hedgehog and decapentaplegic are essential for patterning early eye-antenna disc in Drosophila. PLoS One. 2015; 10(5):e0128169. https://doi.org/10.1371/journal.pone.0128169 PMID:
25955574; PubMed Central PMCID: PMCPMC4425660.

18.

Won JH, Tsogtbaatar O, Son W, Singh A, Choi KW, Cho KO. Cell type-specific responses to wingless,
hedgehog and decapentaplegic are essential for patterning early eye-antenna disc in Drosophila. PLoS
One. 2015; 10(4):e0121999. https://doi.org/10.1371/journal.pone.0121999 PMID: 25849899; PubMed
Central PMCID: PMCPMC4388393.

19.

Blackman RK, Sanicola M, Raftery LA, Gillevet T, Gelbart WM. An extensive 3’ cis-regulatory region
directs the imaginal disk expression of decapentaplegic, a member of the TGF-beta family in Drosophila. Development. 1991; 111(3):657–66. PMID: 1908769.

20.

Pignoni F, Zipursky SL. Induction of Drosophila eye development by decapentaplegic. Development.
1997; 124(2):271–8. Epub 1997/01/01. PMID: 9053304.

21.

Heberlein U, Wolff T, Rubin GM. The TGF beta homolog dpp and the segment polarity gene hedgehog
are required for propagation of a morphogenetic wave in the Drosophila retina. Cell. 1993; 75(5):913–
26. PMID: 8252627.

22.

Ma C, Zhou Y, Beachy PA, Moses K. The segment polarity gene hedgehog is required for progression
of the morphogenetic furrow in the developing Drosophila eye. Cell. 1993; 75(5):927–38. PMID:
8252628.

23.

Greenwood S, Struhl G. Progression of the morphogenetic furrow in the Drosophila eye: the roles of
Hedgehog, Decapentaplegic and the Raf pathway. Development. 1999; 126(24):5795–808. PMID:
10572054.

24.

Kango-Singh M, Singh A, Sun YH. Eyeless collaborates with Hedgehog and Decapentaplegic signaling
in Drosophila eye induction. Developmental Biology. 2003; 256(1):48–60. PubMed PMID:
ISI:000182000600004.

25.

Dominguez M, Hafen E. Hedgehog directly controls initiation and propagation of retinal differentiation in
the Drosophila eye. Genes Dev. 1997; 11(23):3254–64. PMID: 9389656; PubMed Central PMCID:
PMC316756.

26.

Royet J, Finkelstein R. Establishing primordia in the Drosophila eye-antennal imaginal disc: the roles of
decapentaplegic, wingless and hedgehog. Development. 1997; 124(23):4793–800. PMID: 9428415.

27.

Burke R, Basler K. Hedgehog-dependent patterning in the Drosophila eye can occur in the absence of
Dpp signaling. Dev Biol. 1996; 179(2):360–8. Epub 1996/11/01. doi: S0012-1606(96)90267-5 [pii],
https://doi.org/10.1006/dbio.1996.0267 PMID: 8903352.

28.

Ma C, Moses K. Wingless and patched are negative regulators of the morphogenetic furrow and can
affect tissue polarity in the developing Drosophila compound eye. Development. 1995; 121(8):2279–89.
Epub 1995/08/01. PMID: 7671795.

29.

Treisman JE, Rubin GM. wingless inhibits morphogenetic furrow movement in the Drosophila eye disc.
Development. 1995; 121(11):3519–27. Epub 1995/11/01. PMID: 8582266.

30.

Seto ES, Bellen HJ. The ins and outs of Wingless signaling. Trends Cell Biol. 2004; 14(1):45–53. PMID:
14729180.

31.

Wittkorn E, Sarkar A, Garcia K, Kango-Singh M, Singh A. The Hippo pathway effector Yki downregulates Wg signaling to promote retinal differentiation in the Drosophila eye. Development. 2015; 142
(11):2002–13. https://doi.org/10.1242/dev.117358 PMID: 25977365.

32.

Blair SS. Genetic mosaic techniques for studying Drosophila development. Development. 2003; 130
(21):5065–72. https://doi.org/10.1242/dev.00774 PMID: 12975340.

33.

Brand AH, Perrimon N. Targeted gene expression as a means of altering cell fates and generating dominant phenotypes. Development. 1993; 118(2):401–15. PMID: 8223268.

34.

Tare M, Puli OR, Moran MT, Kango-Singh M, Singh A. Domain specific genetic mosaic system in the
Drosophila eye. Genesis. 2013; 51(1):68–74. Epub 2012/10/31. https://doi.org/10.1002/dvg.22355
PMID: 23109378; PubMed Central PMCID: PMC3547150.

35.

Staehling-Hampton K, Hoffmann FM, Baylies MK, Rushton E, Bate M. dpp induces mesodermal gene
expression in Drosophila. Nature. 1994; 372(6508):783–6. Epub 1994/12/22. PMID: 7997266.

PLOS ONE | https://doi.org/10.1371/journal.pone.0196365 April 27, 2018

15 / 17

Search for eye specific enhancer of dpp

36.

Pfeiffer BD, Jenett A, Hammonds AS, Ngo TT, Misra S, Murphy C, et al. Tools for neuroanatomy and
neurogenetics in Drosophila. Proc Natl Acad Sci U S A. 2008; 105(28):9715–20. https://doi.org/10.
1073/pnas.0803697105 PMID: 18621688; PubMed Central PMCID: PMCPMC2447866.

37.

Jenett A, Rubin GM, Ngo TT, Shepherd D, Murphy C, Dionne H, et al. A GAL4-driver line resource for
Drosophila neurobiology. Cell Rep. 2012; 2(4):991–1001. https://doi.org/10.1016/j.celrep.2012.09.011
PMID: 23063364; PubMed Central PMCID: PMCPMC3515021.

38.

Jory A, Estella C, Giorgianni MW, Slattery M, Laverty TR, Rubin GM, et al. A survey of 6,300 genomic
fragments for cis-regulatory activity in the imaginal discs of Drosophila melanogaster. Cell Rep. 2012; 2
(4):1014–24. https://doi.org/10.1016/j.celrep.2012.09.010 PMID: 23063361; PubMed Central PMCID:
PMCPMC3483442.

39.

Ito K, Awano W, Suzuki K, Hiromi Y, Yamamoto D. The Drosophila mushroom body is a quadruple
structure of clonal units each of which contains a virtually identical set of neurones and glial cells. Development. 1997; 124(4):761–71. PMID: 9043058.

40.

Tabata T, Kornberg TB. Hedgehog is a signaling protein with a key role in patterning Drosophila imaginal discs. Cell. 1994; 76(1):89–102. PMID: 8287482.

41.

Azpiazu N, Morata G. Functional and regulatory interactions between Hox and extradenticle genes.
Genes Dev. 1998; 12(2):261–73. PMID: 9436985; PubMed Central PMCID: PMC316439.

42.

Packard M, Koo ES, Gorczyca M, Sharpe J, Cumberledge S, Budnik V. The Drosophila Wnt, wingless,
provides an essential signal for pre- and postsynaptic differentiation. Cell. 2002; 111(3):319–30. PMID:
12419243; PubMed Central PMCID: PMCPMC3499980.

43.

Ni JQ, Markstein M, Binari R, Pfeiffer B, Liu LP, Villalta C, et al. Vector and parameters for targeted
transgenic RNA interference in Drosophila melanogaster. Nat Methods. 2008; 5(1):49–51. https://doi.
org/10.1038/nmeth1146 PMID: 18084299; PubMed Central PMCID: PMCPMC2290002.

44.

Udan RS, Kango-Singh M, Nolo R, Tao C, Halder G. Hippo promotes proliferation arrest and apoptosis
in the Salvador/Warts pathway. Nat Cell Biol. 2003. https://doi.org/10.1038/ncb1050 PMID: 14502294.

45.

Oh H, Irvine KD. In vivo regulation of Yorkie phosphorylation and localization. Development. 2008; 135
(6):1081–8. Epub 2008/02/08. doi: dev.015255 [pii] https://doi.org/10.1242/dev.015255 PMID:
18256197; PubMed Central PMCID: PMC2387210.

46.

Singh A. Enhacer Trap Technique—A novel tool for identification and developmental characterization of
Drosophila genes. Current Science. 1995; 68(5):517–25. PubMed PMID: ISI:A1995QN27000020.

47.

Singh A, Kango-Singh M, Choi KW, Sun YH. Dorso-ventral asymmetric functions of teashirt in Drosophila eye development depend on spatial cues provided by early DV patterning genes. Mech Dev. 2004;
121(4):365–70. https://doi.org/10.1016/j.mod.2004.02.005 PMID: 15110046.

48.

Singh A, Kango-Singh M, Sun YH. Eye suppression, a novel function of teashirt, requires Wingless signaling. Development. 2002; 129(18):4271–80. Epub 2002/08/17. PMID: 12183379.

49.

Singh A, Shi X, Choi KW. Lobe and Serrate are required for cell survival during early eye development
in Drosophila. Development. 2006; 133(23):4771–81. Epub 2006/11/09. doi: 133/23/4771 [pii] https://
doi.org/10.1242/dev.02686 PMID: 17090721.

50.

Singh A, Gopinathan KP. Confocal microscopy: A powerful tool for biological research. Current Science.
1998; 74(10):841–51.

51.

Steffensmeier AM, Tare M, Puli OR, Modi R, Nainaparampil J, Kango-Singh M, et al. Novel neuroprotective function of apical-basal polarity gene crumbs in amyloid beta 42 (abeta42) mediated neurodegeneration. PloS one. 2013; 8(11):e78717. https://doi.org/10.1371/journal.pone.0078717 PMID:
24260128; PubMed Central PMCID: PMCPMC3832507.

52.

Tare M, Sarkar A, Bedi S, Kango-Singh M, Singh A. Cullin-4 regulates Wingless and JNK signalingmediated cell death in the Drosophila eye. Cell Death Dis. 2016; 7(12):e2566. https://doi.org/10.1038/
cddis.2016.338 PMID: 28032862; PubMed Central PMCID: PMCPMC5261020.

53.

Oros SM, Tare M, Kango-Singh M, Singh A. Dorsal eye selector pannier (pnr) suppresses the eye fate
to define dorsal margin of the Drosophila eye. Dev Biol. 2010; 346(2):258–71. Epub 2010/08/10. doi:
S0012-1606(10)00975-9 [pii] https://doi.org/10.1016/j.ydbio.2010.07.030 PMID: 20691679; PubMed
Central PMCID: PMC2945442.

54.

Singh A, Chan J, Chern JJ, Choi KW. Genetic interaction of Lobe with its modifiers in dorsoventral patterning and growth of the Drosophila eye. Genetics. 2005; 171(1):169–83. Epub 2005/06/25. doi: genetics.105.044180 [pii] https://doi.org/10.1534/genetics.105.044180 PMID: 15976174; PubMed Central
PMCID: PMC1456509.

55.

Brook WJ, Cohen SM. Antagonistic interactions between wingless and decapentaplegic responsible for
dorsal-ventral pattern in the Drosophila Leg. Science. 1996; 273(5280):1373–7. Epub 1996/09/06.
PMID: 8703069.

PLOS ONE | https://doi.org/10.1371/journal.pone.0196365 April 27, 2018

16 / 17

Search for eye specific enhancer of dpp

56.

Gogia N, Sarkar A, Singh A. Repository of Dpp enhancer sequences characterized from GMR lines.
https://doi.org/10.26890/ddlla2d621bht [Internet]. University of Dayton, USA. 2018. Available from:
https://ecommons.udayton.edu/dev_disease_data/.

57.

Kango-Singh M, Singh A. Regulation of organ size: insights from the Drosophila Hippo signaling pathway. Dev Dyn. 2009; 238(7):1627–37. Epub 2009/06/12. https://doi.org/10.1002/dvdy.21996 PMID:
19517570.

58.

Verghese S, Bedi S, Kango-Singh M. Hippo signalling controls Dronc activity to regulate organ size in
Drosophila. Cell Death Differ. 2012; 19(10):1664–76. https://doi.org/10.1038/cdd.2012.48 PMID:
22555454

59.

Verghese S, Waghmare I, Singh SR, and, Kango-Singh M. Drosophila eye as a model to study regulation of growth control: The discovery of size control pathways. In: Singh A, and, Kango-Singh M, editors.
Molecular Genetics of Axial Patterning, Growth and Disease in the Drosophila Eye. Springer NewYork
Heidelberg Dordrecht London: Springer; 2013. p. 229–70.

60.

Sepp KJ, Auld VJ. Conversion of lacZ enhancer trap lines to GAL4 lines using targeted transposition in
Drosophila melanogaster. Genetics. 1999; 151(3):1093–101. PMID: 10049925; PubMed Central
PMCID: PMCPMC1460539.

61.

Morrison CM, Halder G. Characterization of a dorsal-eye Gal4 Line in Drosophila. Genesis. 2010; 48
(1):3–7. Epub 2009/11/03. https://doi.org/10.1002/dvg.20571 PMID: 19882738.

62.

Singh A, Lim J, Choi K-W. Dorso-ventral boundary is required for organizing growth and planar polarity
in the Drosophila eye. In: Mlodzik M, editor. “Planar Cell Polarization during Development: Advances in
Developmental Biology and Biochemistry”: Elsevier Science & Technology Books.; 2005. p. 59–91.

63.

Casares F, Mann RS. A dual role for homothorax in inhibiting wing blade development and specifying
proximal wing identities in Drosophila. Development. 2000; 127(7):1499–508. Epub 2000/03/08. PMID:
10704395.

64.

Pai CY, Kuo TS, Jaw TJ, Kurant E, Chen CT, Bessarab DA, et al. The Homothorax homeoprotein activates the nuclear localization of another homeoprotein, extradenticle, and suppresses eye development
in Drosophila. Genes Dev. 1998; 12(3):435–46. Epub 1998/02/28. PMID: 9450936; PubMed Central
PMCID: PMC316489.

65.

Singh A, Tare M, Kango-Singh M, Son WS, Cho KO, Choi KW. Opposing interactions between homothorax and Lobe define the ventral eye margin of Drosophila eye. Dev Biol. 2011; 359(2):199–208.
https://doi.org/10.1016/j.ydbio.2011.08.017 PMID: 21920354; PubMed Central PMCID:
PMCPMC3217235.

66.

Bergmann A, Yang AY, Srivastava M. Regulators of IAP function: coming to grips with the grim reaper.
Curr Opin Cell Biol. 2003; 15(6):717–24. PMID: 14644196.

67.

Nordstrom W, Chen P, Steller H, Abrams JM. Activation of the reaper gene during ectopic cell killing in
Drosophila. Dev Biol. 1996; 180(1):213–26. https://doi.org/10.1006/dbio.1996.0296 PMID: 8948586.

68.

White K, Tahaoglu E, Steller H. Cell killing by the Drosophila gene reaper. Science. 1996; 271
(5250):805–7. PMID: 8628996.

69.

Bulger M, Groudine M. Enhancers: the abundance and function of regulatory sequences beyond promoters. Dev Biol. 2010; 339(2):250–7. https://doi.org/10.1016/j.ydbio.2009.11.035 PMID: 20025863;
PubMed Central PMCID: PMCPMC3060611.

70.

Barolo S. Shadow enhancers: frequently asked questions about distributed cis-regulatory information
and enhancer redundancy. Bioessays. 2012; 34(2):135–41. https://doi.org/10.1002/bies.201100121
PMID: 22083793; PubMed Central PMCID: PMCPMC3517143.

71.

Frankel N, Davis GK, Vargas D, Wang S, Payre F, Stern DL. Phenotypic robustness conferred by
apparently redundant transcriptional enhancers. Nature. 2010; 466(7305):490–3. https://doi.org/10.
1038/nature09158 PMID: 20512118; PubMed Central PMCID: PMCPMC2909378.

72.

Perry MW, Boettiger AN, Bothma JP, Levine M. Shadow enhancers foster robustness of Drosophila
gastrulation. Curr Biol. 2010; 20(17):1562–7. https://doi.org/10.1016/j.cub.2010.07.043 PMID:
20797865; PubMed Central PMCID: PMCPMC4257487.

PLOS ONE | https://doi.org/10.1371/journal.pone.0196365 April 27, 2018

17 / 17

